. DGGE profiles of 16S rDNA fragments obtained by PCR amplification of DNA from bulk and rhizosphere soil of L. japonicus. Three samples on each treatment were investigated. Bulk as bulk soil, Rhizosphere as rhizosphere soil of L. japonicus, F as plant with flowers, NF as plant without flowers, and M as Marker. Table S1 . Properties of test soil before P treatments. Table S2 . Numbers of pots on phytic acid-added condition with the vigorous growth of L. japonicus with flowering. Table S3 . Phylogenetic diversity (Class) in the rhizosphere soil metagenomes (n. d., not detectable). Table S4 . Functional diversity based on the SEED subsystems in the rhizosphere soil metagenomes (n. d., not detectable).
Additional File 1. The fasta file (those ending .fa) from the F sample.
Additional File 2. The fasta file (those ending .fa) from the NF sample. (EC 3.4.21.53) 
